Key indicators: single-crystal X-ray study; T = 170 K; mean (C-C) = 0.004 Å; R factor = 0.033; wR factor = 0.066; data-to-parameter ratio = 14.3.
In the title complex, [Cu(C 9 H 7 N 2 O 2 S) 2 ], the Cu II ion, located on an inversion center, adopts an N 2 O 2 square-planar coordination. The 2-(5-methylsulfanyl-1,3,4-oxadiazol-2-yl)phenolate ligand is chelated to the central Cu II ion in an N,Obidentate manner. 
Related literature

Experimental
Crystal data [Cu(C 9 Table 1 Selected bond lengths (Å ). . From a supramolecular point of view, this structure can be described as a zigzag chain within which the molecular complexes are connected to each other via the weak hydrogen bonding C-H···O. In the crystal the layers are held together by normal van der Waals interactions (Fig. 2 ).
The ligand HL (1) (0.128 g, 0.05 mmol) was dissolved in minimum of DMF. The solution of CuCl 2 .2H 2 O (0.0085 g, 0.05 mmol) in DMF was added to the first when the ligand was dissolved completely. Green crystals of the complex 1 were isolated from the solution after two weeks.
Refinement
All H atoms were placed at calculated positions and treated as riding on their parent atoms with C-H = 0.93-0.96 Å, and U iso (H) = 1.5Ueq(C) for methyl H atoms and 1.2Ueq(C) for the others. 
Computing details
Figure 1
The molecular structure of (I), with atom labels and 50% probability displacement ellipsoids for non-H atoms. ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
